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Abstract : Objective
current vulvovaginal candidiasis (RVVC). Methods

To compare the genotypes of candida strains isolated from the vagina and anal tube in the patients with re-

Candida stains isolated from the vagina and anal tube in 30 cases of RVVC

were collected. The 3-color fluorencence was adopted to label the conservative gene CDC3, EF3 and HIS3 microsatellite sequence

primers for amplification by PCR. Then, the PCR products were performed the electrophoresis by polyacrylamide gel, the sizes of

products were read with GeneScan software and followed by genotyping with Genotyper software. Results

strains in vagina and anal tube were candida albicans with same genotype each other. Conclusion

Among 30 cases, 17
For the patient with RVVC, the

bacterial strains can migrate from anal tube to vagina, which might be one of important factors causing disease recurrence.
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