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Effects of RNAi-mediated IBP expression inhibition on cytoskeleton of human breast cancer MDA-MB-231 cells”
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Abstract: Objective To study the effects of interferon regulatory factor-4 binding protein(IBP) expression inhibition on mi-
crofilament and microtubule of human breast cancer MDA-MB-231 cells. Methods RNA interference(RNAi) sequences targeting
human IBP mRNA were designed and synthesized. Lentiviral vectors expression RNAi were constructed and then were co-trans-
fected with packaging plasmids into human embryonic kidney 293FT cells to obtain virus particles for infection of MDA-MB-231
cells. Western blot and real time-polymerase chain reaction(RT-PCR) were employed to confirm the sequences which could inhibit
IBP effectively. Cells with stable infection were screened out and then their microfilament and microtubule were subjected to stai-
ning. Results Lentiviral vector expression IBP-specific RNAi and control vector were constructed successfully. IBP-silence efficien-
cy in MDA-MB-231 cells was 69. 9%. Microfilament and microtubule staining confirmed that IBP expression in cells were down-
regulated. Obvious morphological changes of cells were observed, such as increasing cell body, decreasing filopodia,increasing lamel-
lipodia and disorder of microtubule arrangement. Conclusion IBP protein alter the biological behavior of MDA-MB-231 cells via in-

fluencing the arrangement of microtubules and microfilaments.
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R4 5'-CGA TTT CCG GAT CCA AAA AAT TCC AGT GTT TCA CGT TGG TGT CTC TTG AAC ACC AAC GTG
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