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Optimization of MicroRNA extraction method from HCC FFPE tissues”
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Abstract: Objective To modify and optimize the microRNA (miRNA) extraction and detection approach from hepatocellular
carcinoma( HCC) formalin fixed paraffin embedded(FFPE) tissues. Methods miRNeasy FFPE kit was performed to investigate the
optimizational thickness of sections from HCC FFPE tissues and time of protease K treatment. Afterwards,expression of miR-221,
miR-146a,let7-a,miR-191.miR-103 and RNU6B was detected by real time RT-PCR. The difference of the miRNA expression be-
tween fresh cells and FFPE tissues from the same cell line was also compared by real time RT-PCR. Results 30 pum thickness and
48 h of proteinase K treatment were the best parameters to isolate miRNA. Different expression levels of all the miRNAs could be
detected in both the HCC cells samples and clinic FFPE samples. There was no significant variation of the miRNA expression be-
tween fresh cells and FFPE samples from the same cell lines. Conclusion The optimizational miRNeasy FFPE method is applicable
for miRNA extraction from FFPE tissues. The method is productive and can be popularized for the miRNA isolation for different
FFPE tissues.
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