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The expression and function of MTAI gene in the occurrence and evolvement of oral squamous carcinoma”
Wang Yongxia s Pei Hua s Liu San ,Sang Senggang”
(Hainan Medical College  Haikou, Hainan 571101 ,China)

Abstract: Objective To investigate the expression and function of metastasis-associated gene 1(MTA1) in tumor genesis and
progression of oral squamous-cell carcinoma(OSCC). Methods The expression of MTA1 was detected in 46 tissue specimens with
OSCC, 15 tissue specimens with leukoplakia and 10 controls by conventional and immunohistochemistry and in stiu hybridization.
Results Positive expression ratios of MTA1 and MTA1 mRNA in leukoplakia were significantly higher than controls(P<C0.01),
while were significantly lower than in OSCC(P<C0. 05). The expression of MTA1 in OSCC showed higher in muscle-invading and in
lymph nodes metastasis cells than those of mucous-invading and submucous-invading cells and non-lymph nodes metastasis cells(P
<C0. 05). Conclusion The over expression of MTA1 gene might play an important role in the pathogenesis and development of OS-
CC,and it might be a target for the therapy and prognostic indicator of OSCC.

Key words: MTAT ; carcinoma, squamous cell;immuno histochemistry;in stiu hybridization
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