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Abstract: Objective To investigate genetic polymorphism of 15 short tandem repeat (STR) loci (D8S1179,D21S11,D7S820,
CSF1P0O,D3S1358,TH01,D13S317,D16S539.,D2S1338,D19S433,vWA, TPOX,D18S51,D5S818,FGA) in unrelated Kazakh indi-
AmpFISTR Identifiler™ five-color
fluorescent labeling system was employed to amplify 15 STR loci in 280 blood samples, ABI3130XL. automatic sequencer was used
The 15 STR loci in Ka-

zakh population in Altay area showed an accumulated total discrimination power (TDP) exceeding 0. 999 999 and the cumulative ex-

viduals in Altay area and study its application value in forensic examination. Methods

to detect the amplification products and GeneMapper v3. 3 software was applied for genotyping. Results

cluding probability of paternity(CEP) reaching 99. 999 %. Conclusion The 15 STR loci can meet the need of forensic individual i-

dentification and paternity identification in kazakh population in Altay area of Xinjiang.
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Allele D8S1179 D21S11 D78820 CSF1PO D3S1358 THO1 DI13S317 D16S539 D2S1338 D19$433 vWA TPOX DI8S51 D5S818 FGA
6 — — - - — 0.164 3 - — - - — - - — -
7 — — — 0.003 6 — 0.266 1 — — — — — — — 0.019 6 —
8 0.016 1 - 0.226 8 0.003 6 — 0.087 5 0.228 6 0.012 5 - - — 0.544 6 - — -
9 0.001 8 - 0.112 5 0.033 9 - 0.355 4 0.144 6 0.214 3 - - - 0.126 8 - 0.064 3 -
9.3 - — - - — 0.107 1 - — - - — - - — -
10 0.108 9 0.178 6 0.2357 0.019 6 0.146 4 0.151 8 0.02 5 0.160 7
10. 2 — - — 0.001 8 - — — - — — - — — - —
11 0.057 1 — 0.251 8 0.242 9 — — 0.225 0.192 9 — — — 0.269 6 0.003 6 0.366 1 —
12 0.130 4 — 0.182 1 0.382 1 0.001 8 - 0.196 4 0.258 9 - 0.039 3 — 0.030 4 0.062 5 0.242 9 -
13 0.269 6 — 0.044 6 0.082 1 0.001 8 — 0.042 9 0.1411 — 0.271 4 0.003 6 0.001 8 0.180 4 0.142 9 —
13.2 - - - - - - - — - 0.028 6 - - - - -
14 0.223 2 - 0.003 6 0.012 5 0.044 6 - 0.014 3 0.026 8 — 0.271 4 0.183 9 0.001 8 0.260 7 0.003 6 —
14.2 — — — — — — — — — 0.07 5 — — — — —
15 0.126 8 — - 0.001 8 0.366 1 - 0.001 8 0.001 8 - 0.101 8 0.046 4 - 0.1321 — -
15.2 0.132'1
16 0.057 1 — — — 0.2875 — — — 0.005 3 0.037 5 0.207 1 — 0.105 4 — —
16.2 - - - - — — — — — 0.037 5 - — — — —
17 0.003 6 - - - - - - — 0.091 1 - 0.269 6 - 0.073 2 - -
17.2 — — — — 0.216 1 — — — — 0.005 4 — — - — —
18 0.005 4 - - - 0.078 6 - - — 0.121 4 - 0.185 7 - 0.057 1 — 0.0125
19 — — — — 0.003 6 — — - 0.187 5 - 0.087 5 - 0.046 4 - 0.048 2
20 - — - - — - - — 0.094 6 - 0.012 5 - 0.025 — 0.041 1
20.2 0.005 4
21 — - — — - — — - 0.026 8 — 0.003 6 — 0.025 0 - 0.119 6
22 — — — — — — — — 0.030 4 — - — 0.019 6 — 0.167 9
22.2 — — — — — — — — — — — — — — 0.005 4
23 — — — — — — — — 0.198 2 — — — 0.003 6 — 0.201 8
23.2 — — — — — — — — — — — — — — 0.010 7
24 — — — — - - - — 0.130 4 - - - 0.005 4 — 0.189 3
24.2 — — — — — — — — — — — — — — 0.005 4
25 0.078 6 0.1321
25.2 0.008 9
26 - - - - - - - - 0.032 1 - - - - - 0.048 2
27 — 0.012 5 — — - — — - — — - — — - 0.003 6
28 - 0.060 7 - - - - - - 0.003 6 - - - - - -
28.2 - 0.007 1 - - - - - - - - - - - - -
29 - 0.226 8 - - - - - - - - - - - - -
29.2 - 0.005 4 - - - - - - - - - - - - -
30 - 0.271 4 - - - - - - - - - - - - -
30.2 0.023 2
31 — 0.114 3 — — — — — — — — — — — — —
31.2 — 0.108 9 — — — — — — — — — — — - —
32 — 0.010 7 — — — — — — — — — — — — —
32.2 — 0.116 1 — — — — — — — — — — — — —
33 — 0.005 4 — — — — — — — — — — — — —
33.2 — 0.032 1 — — — — — — — — — — — — —
3.2 — 0.005 4 — — — — — — — — — — — — —
— T
x2 P #h =it X A E S ik A B 15 4~ STR gk 2 BA h 3= 3t X R = e ik A B 15 4 STR
ERE#HEEEZESH BERE#HEEEFESH
FE A JAE He PE Pm DP PIC I P A He PE Pm DP PIC
D8S1179 0.807 1 0.612 4 0.055 8 0.944 2 0.803 8 D2S1338 0.839 3 0.673 9 0.034 7 0.965 3 0.853 6
D21sH 0.8429  0.6808 0.0510 0.9490  0.8108 DI9S433  0.8179  0.6326  0.0599 0.9401  0.790 7
D7S820 0.796 4 0.5924 0.0683 0.9317 0.776 5 CWA 08107 0.6191 0.0712 0.9288 07780
CSF1PO 0.7893  0.5793 0.1267 0.8733  0.687 1
TPOX 0.5929  0.2824 0.2051 0.7950  0.556 8
D3S1358 0.746 4 0.5037 0.1269  0.8731 0.6817
D18S51 0.8429 0.6808 0.0374 0.9627  0.8396
THoO1 0.7607 0.5283 0.0968 0.9032 0.719 0
D5S818 0.746 4  0.5037 0.0980  0.9020  0.719 4

D13S317 0.760 7 0.528 3 0.060 7 0.939 3 0.787 3
D16S539 0.792 9 0.585 9 0.072 0 0.928 0 0.777 3 FGA 0.8250 0.646 2 0.038 8 0.961 3 0.840 4
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