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Borna disease virus in blood of cattle infect detection in Gui Zhou and surrounding areas”
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Abstract: Objective To investigate the infection condition in cattle infected with Borna disease virus(BDV)in Guizhou province
and some surrounding areas. Methods The p24 gene fragment of BDV-RNA in peripheral blood mononuclear cells(PBMCs) from
120 cattle was detected by fluorescence quantitative nested reverse transcriptase polymerase chain reaction(FQ-nRT-PCR). Results

The p24 gene fragment of BDV-RNA in PBMCs from cattle was 5 positive(4. 17 %). The homology of p24 gene fragment of BDV
detected to GenBank was 96.51% —97. 67%. 2 situs consistency silent mutation when compared with Bo/04W and huP2br isolated
in heifer brain tissue by Watanabe Y(nt1675 C-T,nt1678 T-C mutation rate of 2% ). 3 situs consistency silent mutation when com-
pared with Strain V in horse (nt1650 T-C,nt1671 C-T,nt1674 C-T mutation rate of 3%). 2 situs consistency silent mutation when
compared with H1766 in horse (nt1675 C-T,nt1678 T-C mutation rate of 2%). 3 situs consistency silent mutation when compared
with He80/FR (nt 1660 T-C,nt 1669 A-G.nt 1672 C-T mutation rate of 3% ). However, there was no change in the encoding amino
acid residues. Conclusion There is BDV natural infection probably originated from cattle of Gui Zhou and surrounding areas, also
probably is one of the prevalence regions of BDV. BDV might play a potential role in the development of human having correlations
with animals.
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huP2br (4)  CCCTCCAAGTGGAAACCATCCAGACAGCTCAGCGGTGCGACCACTCCGACAGCATCAGGATTCTCGGTGAGAACATCAAGATACTG
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