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Associations of Mina gene polymorphisms with children atopic asthma in chongqing Han population”
Chen Yun ,Yang Xigiang” , Huang Ying s Liu Enmei ,Wang Lijia

(Lab of Clinical Immunology ,Children’s Hospital of Chongqing Medical University ,Chongqing 400014 ,China)
Abstract : Objective
rs832081, rs832078, rs4857304 ., rs9879532, rs17374916 rs1532206 with children asthma in Chongqing Han people. Methods A

To study the associations of the single-nucleotide polymorphisms polymorphisms (SNPs) of Mina gene

case-control study was applied to observe the distributions of SNPs of Mina gene in the asthmatic patients and controls. 202 cases of
asthmatic children and 191 controls were included. SNP genotyping was performed by means of matrix assisted laser desorption ion-
isation-time of flight mass spectrometry method (MALDI-TOF). The recessive and dominant genetic model analysis was used to
study the differences of rs4857304 genotypes. Results Among the six SNPs,only rs4857304 of Mina gene of wheezing patients
presented with a significantly higher portion of T allele frequencies(P=10.0199). By the recessive genetic model analysis found that

the proportion of the main allele homozygous TT of rs4857304 was higher than the proportion of GT+TT type (P=0. 0282,0R=

1.568,95%CI=1.048—2. 346). Conclusion Mina gene rs4857304 has high relationship with children atopic asthma.
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