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TGFp, expression changes in hypertrophic scar of rabbit’s ears by carthamus tinctorius injection”
Liu Yan ,Fu Yuexian ,Qiu Lin , Tian Xiao fei ,Gan Ligiang , Xiao Jun.
(Department of Burns and Plastic Surgery ,Children’s Hospital Chongging Medical University ,Chongging 400014 ,China)
Abstract; Objective To investigate the effect of carthamus tinctorius on hypertrophic scar(HS) of rabbit's ears and its trans-

forming growth factor-8; (TGFB1) expression. Methods 27 New Zealand rabbits were chosen as experiment animals. The models of
HS were established with 2 HS in each ear. On 45 d after operation, HS of a rabbit was injected with nothing, sodium chloride,
carthamus tinctorius(125 g/1.) and carthamus tinctorius(500 g/1.) respectively. The treatment was done once a week for 4 weeks.
On 2,4,6 weeks after injection, HS and skin of 8 rabbits that were chosen randomly were measured their thicknesses and hardnes-
ses,were harvested and detected by immunohistochemical method and reverse transcription polymerase chain reaction(RT-PCR).
Results On 4,6 weeks after injection, the thicknesses and the hardnesses of group carthamus tinctorius(500 g/L.) were lowest in
all HS groups(P<C0. 05). The area density of TGFg, protein and expression of TGF#; mRNA in group carthamus tinctorius(500 g/
L) were both the lowest in all HS groups on 2,4,6 weeks after injection(P<C0. 05). The expression of TGFB, mRNA in group
carthamus tinctorius(125 g/1.) was lower than positive control and sodium chloride groups on 4.6 weeks after injection(P<Z0. 05).
Conclusion Carthamus tinctorus could enhance HS in rabbit’s ears softening,and could inhibit the expression of TGFg,. The effect
of carthamus tinctorius(500 g/L) is more than carthamus tinctorius(125 g/L). The mechanism inhibiting HS of rabbit’s ear is cor-

relative possibly to the expressions inhibition of TGFB, by carthamus tinctorius.
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