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Analysis of detection results of different serum proteomes in esophageal cancer
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Abstract: Objective To find differential serum protomes in esophageal cancer by enhanced laser desorption ionization time of
flight mass spectrometry (SELDI-TOF-MS) to establish diagnostic models for accumulating the data information for wide use in
clinical diagnostic. Methods To detect the serum of the patients with esophageal cancer and related groups by SELDI chip, filter
out different proteomes with the Biomarker Wizard Software. Then to develop the artificial neural network diagnostic models using
significant different proteomes and use SPSS software to analyze diagnostic efficiency of significant difference in proteomes and the
The selected different
proteomes(P<C0. 01) were as follows. In esophageal cancer,the intensity increasing proteomes were 5 017. 6 £4, 89,7 458. 5+
6.49,7 908.1+7.80,8 11148.45,8 577%7.80 kD,lowerly expressed proteomes were 7 748.3+9.10,5 890.9+7.32,4 213. 8+

combined artificial neural network after verified by the blind. Finally. to identify related proteins. Results

5. 93 kD. Built the screening and diagnosis models of artificial neural network by different proteomes of esophageal cancer. Sensitivi-
ty and specificity were over 90%. After blinding test, they were effective. The area under the ROC curve consisting by the output
value of artificial neural network were 81. 6% and 82. 1% ,searching the related databases,two proteins were found. Conclusion
The value of dioglositic models are useful by associating serum protein fingerprint spectrums with artificial neural network technol-
ogy in proteomics data mining and are accord with the clinical diagnosis.

Key words: esophageal neoplasms;mass spectrometry; proteomics;neural networks(computer) ; diagnosis model
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