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Abstract: Objective To study the correlation between the polymorphisms of matrix metalloproteinase-9 and esophageal squa-
mous cell carcinoma patients in southwest China. Methods The polymerase chain reaction-restriction fragement length polymor-
phisms(PCR-RFLPs) technique was applied to analyze the MMP-9-1562C/T polymorphisms in normal group(260) and ESCC
group(202). Results Among healthy controls, frequencies of the MMP-9-1562CC,CT,TT genotypes were 78.1%.,21.5%,0.4%,
respectively;among ESCC patients, frequencies of the MMP-9-1562CC,CT, TTgenotypes were 71. 8% ,25. 7% ,2. 5% ,respectively.
No significant difference was found in the overall genotype and allelotype distribution of the MMP-9-1562 SNPs(P>>0. 05). Conclu-
sion MMP-9 C-1562T polymorphisms might not be correlated with the susceptibility to ESCC in south-west China.
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