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Abstract: Objective
(eTLR1). Methods

To construct the prokaryotic expression plasmid of extracellular domain of human Toll-like receptor 1
Human TLRI1 extracellular cDNA codon domain was amplified by RT-PCR and digested by Nco | and Not [ ,

and then cloned into pET30a(+) plasmid. The constructed recombinant plasmid pET30a(+)-eTLR1 was transfered into E. coli

BL21(DE3)and the positive clones were determined by PCR. Results

The eTLR1 was proved to be correct by DNA sequencing.

Conclusion The gene of human TLR1 extracellular cDNA codon domain is successfully cloned into prokaryotic expression plasmid

pET30a(+) of E. coli BL21(DE3) , which will provide the basis for the advanced study of TLR1 signaling pathway.
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