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The role of SUMO-1 mRNA in diagnosis of primary carcinoma of liver"
GUO Wu-hua' ,YUAN Li-hua® ,XIAO Zhi-hua® ,et al.
(1. Department of Oncology ;2 Department of Gastroenterology ,the Second A f filiated Hospital of Nanchang University
/Jiangxi Provincial key laboratory of molecular medicine s Nanchang, Jiangxi 330006 ,China)
Abstract : Objectives To investigate the expression levels of SUMO-1 mRNA and study the role in diagnosing primary carcino-
ma of liver. Methods The SUMO-1 mRNA were examined by means of RT-PCR in primary carcinomas of liver, liver tissues sur-
rounding liver cancers, hemangiomas of liver and focal nodulahyperplasia of liver. The differences of expression level of SUMO-1
mRNA were compared between primary carcinomas of liver and liver tissues surrounding liver cancers, positive serum AFP and neg-

SUMO-1 mRNA all

expressed in clinical primary carcinomas of liver,liver tissues surrounding liver cancers, hemangiomas of liver and focal nodulahy-

ative serum AFP hepatocellular carcinomas, primary carcinomas of liver and benign tumors of liver. Results

perplasia of liver. There were significant differences between primary carcinomas of liver and liver tissues surrounding liver cancers,
primary carcinomas of liver and benign tumors of liver. In different serum AFP patients of hepatocellular carcinoma,SUMO-1 mR-
NA all had over expression levels. Conclusion Owing to the overexpression of SUMO-1,SUMO-1 mRNA may be a good marker in
diagnosing primary carcinoma of liver.
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