EFREF 201058 A% 39 %% 154 1939

o E-

o A HEIR 6 B E SN E I 22 4> % 4l B ep
PDCD5 mRNA fREREX’

iﬂﬂ&% g{‘ﬁ$9T7M-)5&n'}"}— i 7,‘
(R EFRABHAS Z .7 EL 063000)

W E.HR @B3AhnEAABRLmRA (SLE) & &5 A b f A @i (PBMC) A =48 % % [’E]ﬁﬁ‘ﬂcémﬂ‘ﬂflzﬁ[ﬂ% 5
(PDCD5)mRNA ik T, Akt PDCD5 AW 5 SLE R A5 Rk ev % & . Ak B A## % PCRIRT-PCR) ¥ & Z 40 67
%) SLE % % #= 50 4|42 B % PBMC  PDCD5 mRNA #§ £k, &8 SLE %38 &% PDCD5 mRNA [8 0 & ik & H}J,u_mﬁ'—ﬁi}%
% (P=0.00);SLE # 2 #1 & #% PDCD5 mRNA & ik K -F o 2 & T4 % 8 & fo 4 2 & (P<<0.01) 44 % 8 & # PDCD5 mRNA it
fEEH AR 24 FH (P<0.01), SLE &3 # % 4 PBMC % PDCD5 # %12 5 B 5 SLE & % 7% 3h %9 48 47 4= SLEDAIL, #h 4k C3. 4%
dsDNA ¥ 2 2 F MM X (P<0.05), RARE X ELERAEHE L &F PDCDS Ak 2 F R4t 5 &L (P>0.05), &ig

SLE ## PBMC ¥ PDCD5 & & Lifl, B5 SLE kmE M X ., 427 PDCD5 it ¥ m Ak Em FHFFHEC@EAT. 55
SLE ¢ % £ K& .

KA AR RRAE RS NmIL =BT 558 ;50 A & 2 e

doi:10. 3969/j. issn. 1671-8348. 2010. 15. 002

hE 5 %S R593. 241;R446. 61 Xk ARIZED : A XEHS:1671-8348(2010)15-1939-03

Expression and significance of PDCD5 mRNA in peripheral blood mononuclear cells from SLE patients”
ZHAO Li-na . ZHANG Xiu-jun . NING Shu-cheng et al.
(Department o f Biological Sciences of North China Coal Medical College , Tangshan, Hebei 063000, China)

Abstract: Objective To study the expression of programmed cell death 5 gene(PDCD5) mRNA in peripheral blood mononucle-
ar cells(PBMC) from Systemic lupus erythematosus(SLE) patients and investigate the role of PDCD5 in the occurrence and devel-
opment of SLE. Methods The expression of PDCD5 mRNA in PBMC {rom 67 SLE patients and 50 healthy cases were detected by
semi-quantitative reverse transcriptase polymerase chain reaction(RT-PCR). Results The positive rate of PDCD5 mRNA from ac-
tive SLE patients was significantly higher than that in normal cases(P=0. 00). The expression levels of PDCD5 mRNA in active
SLE patients was significantly higher than that of inactive SLE patients and that of normal cases. PDCD5 mRNA expression levers
of inactive SLE patients was significantly higher than that of normal cases(P<C0. 01). Significant correlation was found between the
PDCD5 expression in PBMC from active SLE patients and clinical parameters such as SLEDAI,C3 and anti ds-DNA antibody (P>
0. 05). There was no significant difference in the expression of PDCD5 between lupus nephritis patients and non-lupus nephritis pa-
tients(P<C0. 05). Conclusion The up-regulation of expression of PDCD5 mRNA associated with disease activities in PBMC from
SLE patients indicates that the abnormal apoptosis of lymphocytes resulted from the overexpression of PDCD5 perhaps plays an im-
portant role in the pathogenesis of human SLE.
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HEHR ™ EH K, B SR8 A WA /R BRI, 78
B /INER N R A g RO R B B REB 5. 12 G W AN Ry
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DNA Fi A i 2% /ME B HE DR Z ik 5 LN k4% a4 560,
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