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Study of in situ expression of let-7a in the gastric mucosa cancerization tissue
array and the effect of let-7a on apoptosis of human gastric carcinoma cell line
ZHU Yi-min® . LIU Zhi-ming” , L1 Cheng-jie, el al.
(Department of General Surgery, The First Af filiated Hospital of Guangxi Medical University, Nanning 530021, China)

Abstract: Objective To investigate the expression of let-7a micro RNA in the human gastric mucosa cancerization progression
tissue array,and study the effects of the let-7a on apoptosis in human gastric carcinoma cell lines. Methods Situ hybridization was
used to detect the expression of let-7a in gastric mucosa cancerization progression tissue microarray containing 11 cases of normal
gastric tissue. 17 cases of chronic atrophic gastritis(atypical hyperplasia )and 52 cases of gastric carcinoma. The let-7a was trans-
ferred to the human gastric carcinoma cell lines SGC-7901 by recombinant lentiviruses which carrying let-7a and cells apoptosis
were analysised for the infected cells by flow cytometry( FCM). Results (1) The positive cases of let-7a expression in normal gas-
tric tissue, chronic atrophic gastritis and gastric carcinoma were 10,15, and 43 respectively. There was no significant difference of
positive rate among the three groups. However, the degrees of let-7a expression in the groups were closely related to the progres-
sion of gastric mucosa cancerization. (2) Flow cytometry based cell apoptosis assays showed that overexpression of let-7a could in-
crease apoptosis in SGC-7901 cells( P<C0. 01). Conclusion The decrease of let-7a is related to progression of gastric mucosa can-

cerization. let-7a can promote apopotosis in SGC-7901 cells. It suggests that let-7a can effectively inhibit gastric carcinoma.
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