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Analysis of mannose binding lectin gene polymorphisms in 126 individuals of Han nationality from Ningxia "
MA Li-tong" . LT Jun' \WANG Yu-jiong**
(1. Institute of Bioengineering & Technology in Inner Monglia University of Science and Technology, Baotou 014010 China;
2. Key Laboratory of Ministry of Education for Protection and Utilization of Special Biotechnology
Resources in Western China, Ningxia University, Yinchuan 750021, China)

Abstract: Objective To investigate mannose binding lectin(MBL.) gene polymorphisms of Han nationality in Ningxia for fur-
ther research about relationship of MBL gene mutation and disease. Methods Three polymorphic loci in MBL of 126 normal Chi-
nese Han individuals from Ningxia province were analyzed by PCR and restriction enzyme analysis. To compared the genotype and
allele frequency of MBL in different Han population from China. Results We only found the A and B allele. The allele frequencies
of MBL gene were 0. 853 2 (A),0. 146 8 (B). The genotype frequencies of MBL gene were 0. 714 3(AA),0. 277 8CAB) ,and 0. 009
0(BB). Conclusion The distribution of polymorphism in MBL gene is consistent with the Hardy-Weinberg equilibrium. And it is
significantly different among the Han population of Ningxia and Guangdong.
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