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Abstract : Objective
er. Methods
patients was analyzed by RT-PCR technique. Results

cent histologically normal lung tissue samples had no statistical differences(P=0. 221). Conclusion

To study the expression level of mtTFA in lung carcinoma and its significance in the development of canc-
The mean mRNA level of mtTFA in matched lung carcinoma/adjacent histologically normal lung tissue samples from

The mean mRNA level of mtTFA in lung carcinoma tissue samples and adja-

The mRNA level of mtTFA is

not correlated with the change of copy number of mitochondrial DNA in lung carcinoma.

Key words: mtDNA ; lung cancer;copy number;mtTFA
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1.3 RT-PCR Z-#1 H A H 1Y mRNA fa 25K F

1.3.1 WS4 M cDNA 5% 5 5 B H A 5 AR 1 A F
TaKaRa RT-PCR Kit(AMV) 4Z BR #4F . R SR FL 40
pL RS AHBE O . He LR A0 AT R 5% Sk I BE:30 €L 10
min,45 C.3 min,99 C.5 min,5 C .5 min, % I X i » —20 C
A7 4 A . RS S B X IR B A DEPC 25 B F /K A0 2 B i
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AL BERR AL AR GG M RRIR A E R VI E R . BT, 27
JF968 B9 465 M i 0 2L 96 45 22 i iR % i g A Lk v R B
mtDNA & i FI 28 ORE A B 75 M B AT . b 40 B o mtDNA
i BEAR A AL B R S T AE . NS U, A i 2ok iR
& mtDNA {5 5t 1% 45 1 808 DL RA % miDNA % 5 &
PR IR 1 7 Rk SF R T LA 2 mtDNA & 5 1 it 4s

A K mtDNA 5 DU 0] 42 6] 9 OF 58 © 2647 7 80+ 4,
KRR IMMEEE T2 5 mtDNA Sl A &/ i3 B 5 H X &
fil R BARNLE THRAEAR L, 25 miDNA & il i) & %
74045 mtTFA 858 DNA 454 & 1 (Single-stranded-DNA-
binding-proteins, mtSSB), RNA & & B (RNA polymerase,
RNA poD) I £ K f& RNA il T. & 4 ¥ (mitochondrial RNA
processing complex, MRP) 45, fi 45 iX 26 [K 1 4 iy 2% 3t K 41 %
5, mtDNA & HE i B B 24 M — 1 RNA 5147, mtTFA
il RNA pol 25 Tix —i #, il MRP i 3¢ %1 X — 5| # #F47 #F
— I T, S AE mtSSB FHE B R DNA 45 il 4k 2%
SE 8 mtDNA 1) & il 720,

LY mtTFA & —Fl by 2% 4 55 19 A7 X 43 BT i 29
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i DX P 1 EE B R )R 2 A R A E I A R
R AR Rtk 25 ATE R A mtTFA 25 ARGk 3%
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