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Research on the relationship between estradiol and human urate transporter (hUAT)
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Abstract; Objective To observe the effect of estradiol in different concentrations on the expression of human urate transporter
(hUAT) gene in HK-2 cells. Methods HK-2 cells were divided into control and other 4 groups which were cultured with different
concentrations of estradiol in each group,6 bottles of the cells were cultured in vitro for 48 hours. Then the relative quantity of
hUAT mRNA could be de-
tected in all the samples. And the level of hUAT mRNA in the control group was significantly lower than that in the groups of B3

hUAT mRNA in the HK-2 cells was detected by real-time fluorescent quantitative PCR assay. Results

and B4. The quantity of hUAT mRNA in the B4 group was 187 % of that in the control. Conclusion Estradiol can up-regulate the

expression of hUAT gene,and there may be a Threshold.
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R B FTF. AR B 3 4% 32 7 (human urate transporter,
hWUAT) 2 38 55 '8 PR R 3 Wb 19 5 B ) 5, 9E B 3 i /N b B
20 J A 1 PR R #5020 B LA 5 4 0 B A R L 28 B IE R AR
ARU . HEIN hUAT 35 B AR 38 7 55 2 B IS AT AR J2 J5 & o i R
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1 #MBE5FE
1.1 #R B/NVE B A0 (HK-2 400, W 5 A E 88 5 37
Yo o0 CCTCC 40 M ) B 8 2 (Merck 23 %)), Trizol
RNA 1 #2357 ( Takara 23 &) , DMEM % 3% 3 (3£ [H Invitrogen
GIBCO 27D s hUAT  H il 3-# 1 bi S i (GAPDH) il Taq-
man ZOGIRE I (AW TR REARRA DS,

1.2 Sig ik
1.2.1 HK-2 iiEny B 3= M4l 4ifg 5% 3% F DMEM K 3%
Eerp S 10 Y0 i A LT B 3~4 R 1 UK. AL AE KGR
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M A T & TR AR A 5 1 D . BOLA X 90711
i i 22 JBE G/ EDT A T8 Ak i 5020 8, 4k 20 55 5% 24 b, i 40 i
ARIRICA LS MG I FR0,  PBS 15 ¥k 3 i 5 3 o i
R AR 24 ho iR FAL LT G . UEhfa
ST 35 AR TG L3 SR R AT .

3R IR R A AT G W HK-2 4000, $2 4k 22 3% 5% 4 1
WA 484 5 41: B0 41 (DMEM+ Z, 4t B 41) . Bl 41 (DMEM
+10" mol/L M X +0. 5% & ). B2 (DMEM + 101
mol/LME# % +0. 5% £ 8 B3 41 (DMEM+10"° mol/L W %
Z40.5% 2 F) B4 2H(DMEM+ 10 ° mol/L M 2 +0. 5%
L) YR 6 é?ﬁéﬂiﬂ@ R A A AN [ B R 40
B g% 48 h, BRI AL 250 e Al B S RNA KB .
1.2.2 HK-2 40} RNA Tﬂa#m/} ¢DNA #1145 B Trizol i
FIM B0 A S RNA LR IS A0 3060 BE I g o B . i Bl
B ) & UL HEAT 100 5% 5t il 4 cDNA, IRR RN 2 pL
] 5 X primer buffer.O0.
dT primer 1 0.5 pL random 6 mers,%

5 pL prime enzyme mixI.0. 5 pL oligo

AR 20 pLlo 1] SR
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*1 AEREMHE hUAT ERRENZ I (L)

215 I % Wk (mol/ L) hUAT Cr GAPDH Cr ACt AACt 27 AACT

BO 2 0 33.68140.414 18.8924+0.533 14.78840. 207 0.00040. 207 1.000(0. 867,1.150)
Bl 4 10712 33.68740. 848 18.92640. 979 14.760£0. 207 —0.027=£0. 207 1.028(0.867,1.189)
B2 24 10710 32.88010. 892 18.15140. 860 14.729=0. 211 —0.059=£0. 211 1.051(0.882,1. 221)
B3 4 1078 32.501%1.014 18.386=E1. 208 14.11440. 444 —0.674£0. 4442 1.669(1.003,2. 336)
B4 4 1076 31.84740. 359 17.83540. 803 14.01240. 658 —0.776+0.658" 1. 875(0. 925,2. 825)

5 Bo 4 ¥ .4 P<<0. 05, * ; P<<0.01,

RZBIA 0.5 pg/pl 1 RNA 1 1,37 C/K¥ 15 min,85 C
A5 s, W SERT R cDNA JIE PCR SR A B . — 20
CRAFEH .
1.2.3 hUAT mRNA kMW  hUAT, H il E-3-55 R 5
AW (GAPDID R F 51 ¥ 5 B4 544 TR CRE) A R
Rl A R R E KB GAPDH #4745 fk. hUAT L
W14 :5'-ATG GTC AGC ACC TGT TTG AAT AC-3', T
2[#.5-CAG GAA GCC GCC TAT GTC TG-3'; TAQMAN
R4 5'-ACC ATC GCC TGA GGA ACC TGC CCA-3', ¥ 14 J
BrK 4 115 bp, P& GAPDH FJi#B|4):5'-GGA CCT GAC
CTG CCG TCT AG-3', T8I #:5-TAG CCC AGG ATG
CCC TTG AG-3'; TAQMAN # 4t 5'-CCT CCG ACG CCT
GCT TCA CCA CCT-3', ¥ 4% F Bt K- F&F 99 bp, B[] —A4> cD-
NA B # M FE 4T hUAT,.GAPDH 4 PCR & J . Wi 1A 2 G
T:2 uL ¢cDNA.1. 6 pL #4519 .10 uL Premix ExTaq.0. 4
pL ROXTI R 6 pL 2K, 2R 20 pl, N RIFY
1 .96 LN B T 9t i PCR U364, W S8 F = 95
C .10 5,95 “C.5 5,60 °C.45 s,40 MG, S A SDS # {4 A
ST, A A RN s i e Co fB . R BRSCIR[4-81m )y
P47 1 PCR BRI 5 4387 . 9806 & & PCR 945 R LA Ce
fHRR . Ct fH 8 BN & N A28 A5 538 B 3 IX 4 (B
T i AR R AR T AN 3 K IO ME S Co fH
FH SPSS11.5 B H & B & S H R XT3 Co . R A
X 2 AR R A SN Rk 22 ST, DL Bo LKk
WA 1,27 ACCA L B B BURIE W B R R AL
1.3 a7 R SPSSIL. 5 St 8 #7407, BT A
B UL Tk 3R7R, WA A LR AR BE AT ¢ K 36, 22 2 1] 1L
BRI R 08 L P<<0.05 BZEFA G5 E L.
2 & ES

AN [ o B e 8 R hUAT SE B 83k 15 i L3R 1 R4 1
B L. i ACK R ¥k B R 5 9% 48 h i 25 41 HK-2 2 [ i
hUAT BRI 3R 5K . BEME Bk B35, hUAT mRNA K- B
BFE . 5 B0 4 H4,B3.B4 4] hUAT mRNA /K50 & F
(P<<0. 05),B1.B2 2 hUAT mRNA 7K F 2% fb A~ B] g (P>
0.05), 5 B1.B2 4% ,B3 1l B4 4 hUAT mRNA 7KF B i
FHF (P<<0.05), B34S BL Al h £ R RS ¥#2L(P>
0.05), Bl 45 B2 b4 22 5% K4 it % L (P>0.05), B4
2] hUAT mRNA /K¥ 5 &, /& Bo 4119 1. 87 %,
3 9t it

R R NLAE H BT s ™ e AR IR 2 R
9o+ of 1 PR TR I B ¥ (A BIF 5 8 BOAT ] P9 A0 2 S T ) B

hUAT 2 4E K LAY 5 R IR HEM A S Bl 8 L 2 R
1% £h 40 N B 40 A AR 1Y) S B EG B T hUAT T3z 4y i T 45 Fh dl

SUANME b, L OWE R0 A B TR O M IR R R S RE
F——OxOnate 5 #% 25 ¥ — L & Bt ik (PZA) iR 5 75 i
S A ¥ AT BE W 4L hUAT (1% 38 38 76 o, 52 i hUAT X bR g
A EE BT, I CRE /N G R R £h 50 %t H A S 4 W F)
YA ML A0 HE RSN . BRI A I HG T e R AIRORE R BOE IE PR R
A e 0 AT S BOEG PR BRI RE . Hong STV BFIE K B
PREGIAEE . N /NE B R 418 hUAT mRNA K8 8 1.
278 hUAT ZER IR iz b RIEELAEM . hUAT 5K
T2 LAE 19 56 R A e itt— B IR AR

TAT I 2 A 45 R B 7R o Tk A 4 2 T I R R K T Bl AR
TR B E )5 MIRER KT 5 5 VAL B 5 T4 20 4000
PR PR R L E f9 E LN . 45 4R I R R UK OF KT 357
pmmol/L B T2 B o 15 PR R LJE » 46 28 )5 5 B A A, BT K F
416 pmmol/L A AT 2 Wi (5 PR IR MLAE oAb, Rt G IR 9kt I
T A 8 L 7R T U b DX R R IS AT XU R AT 0 4 R A R
U, 8 7 LoV AR = PR R AT AR S ] AR T . 1R R
R AR UL R R 0915 R S E AR . (AP R
b AL ] B G AL PR R K - B AT AT A .

WG EE R BN ME R T B hUAT SR Y&k,
WEB K-8 hUAT mRNA KPR . 32 45 8 U0 B i)
FiEA 1 hUAT JEB 25k A2 38 B K R B2 HE kL 02 2o PE 4
FEOLIR R TR K TR AR IP IR AT AR R 48 2 1 L 5 Lot IR
1 AR X 3 6 B B S [R) ) R BE R . AR BF O R M R 1
B —E R EE A hUAT JLHE M ERERAG ST ¥ 8 L B,
VB A 78 PRIR AR 1) 3 A2 v A7 6 VA 28 0/ - B I
AR AT o A P VB VR R o T (R MR R IE AR
VAT UIRE (A N IR BR KP4 DUGE SR IE H 5 1 7E &M 4 4 ) R
FE L RS R o AR PO ME VR AR REAIR L 3R AS 3 FL AR T B4 o
N R DG PR IR ik R 1 G T 9 TS T A R . PR IR HE R D 5
PREEAKCE-Ft . [RIRS . 25 5 U AR R HE i i) PR R 6 7 32 78 1 iR
LI T e 1CURATD VA ML B T2 F 1(OATD)
M OAT3 &, [ gk, m X 1 34 3% R A9 8k A7 A 0 DA 2 ik B
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