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Effect of small interfering RNA on the Alpha-globin gene expression in erythroid cells cultured in vitro”
LUO Lin,LAI Yong-rong® ,LIU Rong-rong
(Department of Hematology sthe First Af filiated Hospital of Gangxi Medical University, Nanning 530021.,China)

Abstract: Objective

level of alpha-globin chain mRNA in erythroid cells cultured in vitro. Methods

To evaluate the effects of small interfering RNA (siRNA) targeting alpha-globin gene on the expression
siRNA for alpha-globin gene was designed and
chemical synthesized,and transferred into the normal adult donor originated erythroid cells cultured in vitro with liposome-induced
gene transfection., After transfection,at the time of 24,48,72 h,the transfection efficiencies were inspected by flow cytometry.,the
level of mRNA in alpha-globin gene was detected by real-time quantitation PCR. Results Liposomal could effectively transfect the
FCM-labeled siRNA into erythroid cells cultured in vitro. The transfection efficiencies were 61.2% ,44.3% ,33.7% at 24,48,72 h
respectively. Results of RT-PCR indicated siRNA could down-regulated alpha-chain mRNA expression. The inhibition efficiency
was higher as the siRNA concentration increased. The trypan blue exclusion rates of erythroid cells were decreased as the concen-
tration increased and time lasts. Conclusion The siRNAs targeting alpha-globin gene transferred into erythroid cells cultured in

vitro with liposome-induced gene transfection can down-regulate the alpha-chain mRNA expression level, which may be the new tar-

get for gene therapy in g-thalassemia.
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