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Refined mapping of the loss of heterozygosity on chromosome 7q31. 1 and
identification of candidate genes in gastric cancer”
TANG Yun-lian ,SU Qi \CHENG Ai-lan ,et al.
(Cancer Research Institute , Nanhua University , Hengyang, Hunan 421001 ,China)

Abstract: Objective Through analyzing loss of heterozygosity(LOH) on chromosome 7g31. 1 in human gastric carcinoma with
microdissection., to construct allelic loss mappings and define the minimally lost regions(MLR) on chromosome 7q31. 1.further ex-
plore the molecular genetics alteration during the malignant progression of human gastric mucosa and to analyze the relationships
between LOH of chromosome 7q31. 1 and clinicopathological parameters. Methods The gastric cancer cells were microdissected
from paraffin sections. Sufficient and qualified DNA of microdissected cells and corresponding paired normal tissues were extracted
by Chelex-100 method. Seven high dense microsatellite markers were used,combined with polymerase chain reaction(PCR) ., to de-
tect the frequencies of LOH of every selected microsatellite site on chromosome 7q31. 1 in gastric carcinoma,then to map detailed
alleic losses and define the minimally lost regions on chromosome 7q31. 1. Results Frequency of LOH on chromosome 7q31. 1 in
gastric carcinoma tissues achieved 70. 0% (21/30); seven microsatellite markers’ frequencies of LOH were D7S2459 10. 0%,
D7S523 6. 7% ,D7S2502 23.3% .D7S486 43. 3% .D7S480 26. 7% ,D7S650 26. 7% ,D7S2486 20. 0% respectively. Through analy-
zing allelic loss mapping on chromosome 7q31. 1, we had found that the MLR was between D7S2502 and D7S480. However there
was no statistically significant correlation between the LOH at these loci and the clinical parameters such as age, sex,early or ad-
vanced stage,differentiation degree, primary position of gastric carcinomas,and lymphnode metastasis respectively(P>>0. 05). Con-
clusion The MLR on chromosome 7q31. 1 in gastric carcinoma is at the region from D7S2502 to D7S480, which suggest that the
region probably harbors a candidate tumor suppressor gene associated with human gastric carcinoma.
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